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EST722 23 sequence: MC nA 

CC CTT ATT AG AG G ATTCTGCTC ATG C CAG G G TG A G GTAGTAAGTTGT 

ATTGTTGTG GG GTAGG G ATATTAG GC CC CA ATT AG AA G ATAACTAT 

AC AACTT ACTACTTTC CC TG GTGTG TG G CATATTC ACACTTAG TCTTA M I IMS 

G C A GTGTTG C CTCCATCAGA CA A AGTTGT AG ATGTTC CTTG GATAATT 

TGGAC TGGAAG AAAAG AG ACATGGAAG GG GACAGATGGTG TTTAGG 

G TGAG GC AG ATGTC ATTATA AAGTG ACTTGTC TTTC ATT A ATTG G AGC 

ATATAATTATTTTAC CTTTGGGCATG A ACTC ATTTTG CT ATTCTTCA AC 

TGTGTAATGATTGCATTTTATTAGTAATAGAACAGGAATGTGTGCAAG 

GGAATGGAAAGCATACTTTAAGAATTTTGGGCCAGGCGCGGTGGTTC 

ATG C CTGT AATC CC AG C ATTTTTG G G AG G C CG A G GC GG GTG G ATC A 

CCTGAGGTCAGGAGTTCGAGAC caacctggccaacacggcgaaacc 

CC GC CTCTACTC AAATAC A AAAATTAGC C AG Q CTTGGTG ACACTCGC 

CTGTGGTCC CAGCTACTC AGGAG GCTGAG GCAG GA G AATTG CTTGA , mj 

AC CCAGGAAGTGG A GGC TTCAG TGAGCTGAGAAC AC GC C ACTGCA <-AM24 

CTC CAGTCC TG G GC A AC A G A G CA AGACTCTGTCTC AG G AAA AA A AA 

AG 
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dbEST Id. 792902? (Imz$e4514344) sequence: 

G G AAAAAG T G G AAG GATTGGGTTT G AAAAG T G G C AG AAG AG AG G GAT GGGGTGT 
GTGAGGGGTGGTATTGAAGATAGTGTTGGAAGTTGTGGGGAGGGGAATTAGGGA 
GGAGAAGGAAATAAAGGGTATTGAATTAGGAAAAGAGGAAGTGAAATTGTTGGT 
GTTTGGAGAT GAG AT G AT T G TAT AT G TAG AAAAG G G GAT T G T G T GAG GGG G AAA 
TGTGGTTAAGGTGATAAGGAAGTTGAGGAAAGTGTGAGGATAGAAAATAAATGT 
AGAAAAATGAGAAGGATTGTTAGAGAGGAAGAAGAGAAAAAGAGAGGGAAATGA 
T GAG T G AAG T G G GAT T GAGAAT TGGTT GAAAGAGAATAAAATAG GTAGGAATGG 
AAGT T AG AA G G GAT G T GAA G GAG GTGTT G A A G GAGAA G TAGAAA GGAGTGGTGA 
AGSAAATAAAAGAGGATAGAAAGAAATSGAAGAAGATTGGATGGTGATGGGTAG 
G AAG AAT G AAT AT T G T GAAAAT GGG G ATAG T G G G G AAG G T AAT T TAG AG AT T G A 
ATGGGATGGGGATGAAGGTAGGAATGAGTTTGTTGAGAGAATTGGAAAAAAGTA 
GTTTAAAGTTGATATGGAAGGAAAAAAGAGGGGGGATGGGGAAGTGAATGGTAA 
GCC AAAAGAACAAAGCTGGAGGC ATC AC ACT ACCT GACTTC AAACT TT ACT AC A C. A M 23 
AGGCTA GAG T AA G GAAAA GAG GAT GGTAGT G G T AG GAA A A G AG AGATA TAG AT G 
AATGGAAGAGAAGAGAGGGGTGAGAAATAACGCCGAATACGTAGAAGTATGTGA 
T G T T T GAGAAAG G T GAGAAAAAGAAG GAATGGG G AAAG G AT T G G G T AT T T AAT A 
AATGGTGGTGGGAAAAGTGAGTAGGGATATGTAGAAAGGTGAAAGTGGATGGGT 
TGGTTAGAGGTTATAGAAAAATGAATTGAAGATGGATTAAAGATTTAAAGGTTA 
G AG G TAAAAG GATAAAAAG G G TAGAAGAAAAG G TAG G GAT TAG GAT T GAG GAGA 
TAGGGATGGGGAAGGAGTTGATGTGGAAAAGAGGAAAAGGAATGGGAAGAAAAG 
AGAAAATTGAGAAATGGGATGTAATTAAAGTAAAGAGGTTGTGGAGAGGAAAAG 
AAAG TAG t 



CCT ACTC ATCTGA G AA A G G G G T A A TAT G G A GAA T G TAG A A T GAA G T GAA A GAA A 
TTTA C A A A A A A A A A A A A A A A 
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FEG. 14A 

4bE$T 14.1383749 (lia*gelf?2Q185) Sequence; 

AC T C C T AT C A AC AG T G T A A A AG C AT T C C T G T T T C T C C AT A AT C T T G C C AG C AT C T T 
TTCATTTTTTTGAATTATAGCCATTCTCACTCTTGTCAGATGCTGTCTCATTGTCG 

TGCATGTATGCCTTCTTTTGAAAAGTGTCTGTTTGTGTCCTTTGACCACTTTCTAA 
TCCCCTTCACTTTTTTTTTCTTCTAAATTTCTTTAACTTCCTTCTACATCCTCCAT 
A , ] , TA(jACCTT , ] , (jT(;A(jAT(j(jATAGA(jT(iCAAAAATTTTCT(;(;CATTCT(j , ] , A(j(jTT(j 
TCGGTTTACTCTGTTGATAGGTTCTTAATGCTGTGCAGAAGCTCTTTAGTTTAATT 
AG AT CCC ATT TGTCAATTTTGGCTTTTGTTGCAATTGCTTTTGGCATCTTCGTC AT 

TTTTTATAGTTTTGGGTTGTAGATTTAAGTCTTTAATCCATCTTGAGTTAACTTTT 
G T AT ATGGGTTAAGGAAGC CCC CCGTTTCAATTTGCTGCAAATGCCT AG CCAGTTC 
TCCCAtiCACCATTTATTAAATAtititiAAT^TTTTC^CCATTtiCTTCCTTTTtiTt.'IAtit; 
TTTGTCAAAGATCACATGGTTGTAGGTGTGTGGTCTTATTTCTGGGTTCTCTATTC 
T CTT CC ATTC CCC T AT CCC CCC CTT CTC TACC AC C ACT AT CCT CTT TTCCCTACC A 
T A (5 'I 1 C I 1 'I' (5 T A (5 A A T (i "]' ']' ']' (j A A(j C ']' ( J ( j ( J "]' A t i C A T ( j A I 1 ( j C C T C I 1 A ( j C ■]■ ■]■ T ( j C T C ']■ T C ']' 
TGCTAAGAAATGTCTTGGCTATTTGGGCTCTTTTTTGGTTCCATATGAATTTTAAA 
AT AC CTT TTT CT ACCT CTC T AAACAATCTGAAT ACT ACTTTAATCC CCC T AC C ATT 
TAATTTA(;A(iATT(i(;CTT(i(i(iCAtiT(iTti(iTCATTTTCA(;(iATATT(iATC(;TT(;(;T(i 
T C T G T G AG C AT AT G T T T TTCCATTTGTTTGTSTCATCTCTGATTTCTTTGAATAAT G A M 



iTTAATTCAT^At;"] 1 ■]"]■■]■ CTC"]" 

CGGCTTGCCTGTTGTTGGTGTATAGGAATGCTAGTGACTTTTGCACATTGATTTTG 
TATCCTCACACTTTCTTCAACTTCCTTATCACCTAACAACTTTTTCACCTCACATC 
A ']' ( j ( j A (j ']' "]" "]" ']" (.1 "]■ A (i A T A T A (s (5 A T (' A T A ']' (.* A ']' ']' ( j C A A A (.1 A A A (j A T A (3 ']' ']"]' (j A (.* ']' ']' (.* 
CTGTCTTCCTATTTGAATAGCTTTTCTTTCTTTCTCTTGCCTGATTGCCTTGGTGA 
C AAT TTC T AAT AC TCT CTT C AAT AC C AC TCCTC ACCT CCT CCC AA 
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